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Input Set : N:\Crf3\RULE60\09243008.RAW.txt 
Output Set: N:\CRF4\11262003\l243008.raw 

SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(i) APPLICANT: Seed, Brian et al. 
(ii) TITLE OF INVENTION: Redirection of Cellular Immunity by 

Receptor Chimeras 
(iii) NUMBER OF SEQUENCES: 4 0 
(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Fish & Richardson P.C. 

(B) STREET: 225 Franklin Street 

(C) CITY: Boston 

(D) STATE: MA 

(E) COUNTRY: USA 

(F) ZIP: 02110-2804 
(v) COMPUTER READABLE FORM: 

(A) MEDIUM ' TYPE : 3.5" Diskette, 1.44 Mb 

(B) COMPUTER: IBM PS/2 Model 50Z or 55SX 

(C) OPERATING SYSTEM: IBM P.C. DOS (Version 3.30) 

(D) SOFTWARE: WordPerfect (Version 5.0) 
(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/243 , 008 

(B) FILING DATE: 02-Feb-1999 
(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US/08 /394 , 176 
.(B). FILING DATE: 

(A) APPLICATION 

(B) FILING DATE: 

(A) APPLICATION 

(B) FILING DATE: 

(A) APPLICATION 

(B) FILING DATE: 
(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Karen F. Lech, Ph.D 

(B) REGISTRATION NUMBER: 35,238 

(C) REFERENCE/DOCKET NUMBER: 00786/270001 
(ix) TELECOMMUNICATION INFORMATION: 

(A) . TELEPHONE: (617) 542-5070 

(B) TELEFAX: (617) 542-8906 

(C) TELEX: 200154 

(2) INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1728 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 



SEPTEMBER 11, 1995 
NUMBER: 08/203, 866 

February 28, 1994 
NUMBER: 07/847, 566 

March 6, 1992 
NUMBER: 07/665, 961 

March 7, 1991 



ENTERED 
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62 (D) TOPOLOGY: linear 

64 (ii) MOLECULE TYPE: DNA (genomic) 

66 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

68 ATGAACCGGG GAGTCCCTTT TAGGCACTTG CTTCTGGTGC TGCAACTGGC 50 

70 GCTCCTCCCA GCAGCCACTC AGGGAAACAA AGTGGTGCTG GGCAAAAAAG 100 

72 GGGATACAGT GGAACTGACC TGTACAGCTT CCCAGAAGAA GAGCATACAA 150 

74 TTCCACTGGA AAAACTCCAA CCAGATAAAG ATTCTGGGAA ATCAGGGCTC 200 

7 6 CTTCTTAACT AAAGGTCCAT CCAAGCTGAA TGATCGCGCT GACTCAAGAA 250 

78 GAAGCCTTTG GGACCAAGGA AACTTCCCCC TGATCATCAA GAATCTTAAG 300 

80 ATAGAAGACT CAGATACTTA CATCTGTGAA GTGGAGGACC AGAAGGAGGA 350 

82 GGTGCAATTG CTAGTGTTCG GATTGACTGC CAACTCTGAC ACCCACCTGC 4 00 

84 TTCAGGGGCA GAGCCTGACC CTGACCTTGG AGAGCCCCCC TGGTAGTAGC '4 50 

86 CCCTCAGTGC AATGTAGGAG TCCAAGGGGT AAAAACATAC AGGGGGGGAA 500 

88 GACCCTCTCC GTGTCTCAGC TGGAGCTCCA GGATAGTGGC ACCTGGACAT 550 

90 GCACTGTCTT GCAGAACCAG AAGAAGGTGG AGTTCAAAAT AGACATCGTG 600 

92 GTGCTAGCTT TCCAGAAGGC CTCCAGCATA GTCTATAAGA AAGAGGGGGA ■ 650 

94 ACAGGTGGAG TTCTCCTTCC CACTCGCCTT TACAGTTGAA AAGCTGACGG 7 00 

96 GCAGTGGCGA GCTGTGGTGG CAGGCGGAGA GGGCTTCCTC CTCCAAGTCT 7 50 

98 TGGATCACCT TTGACCTGAA GAACAAGGAA GTGTCTGTAA AACGGGTTAC 800 

100 CCAGGACCCT AAGCTCCAGA TGGGCAAGAA GCTCCCGCTC CACCTCACCC 850 

102 TGCCCCAGGC CTTGCCTCAG TATGCTGGCT CTGGAAACCT CACCCTGGCC 900 

104 CTTGAAGCGA AAACAGGAAA GTTGCATCAG GAAGTGAACC TGGTGGTGAT 950 

106 GAGAGCCACT CAGCTCCAGA AAAATTTGAC CTGTGAGGTG TGGGGACCCA ' 1000 

108 CCTCCCCTAA GCTGATGCTG AGCTTGAAAC TGGAGAACAA GGAGGCAAAG 1050 

110 GTCTCGAAGC GGGAGAAGCC GGTGTGGGTG CTGAACCCTG AGGCGGGGAT 1100 

112 GTGGCAGTGT CTGCTGAGTG ACTCGGGACA GGTCCTGCTG GAATCCAACA 1150 

114 ' TCAAGGTTCT GCCCACATGG TCCACCCCGG TGCACGCGGA TCCCAAACTC 1200 

116 TGCTACTTGC TAGATGGAAT CCTCTTCATC TACGGAGTCA TCATCACAGC 1250 

118 CCTGTACCTG AGAGCAAAAT TCAGCAGGAG TGCAGAGACT GCTGCCAACC 1300 

120 TGCAGGACCC CAACCAGCTC TACAATGAGC TCAATCTAGG GCGAAGAGAG 1350 

122 GAATATGACG TCTTGGAGAA GAAGCGGGCT CGGGATCCAG AGATGGGAGG 14 00 

124 CAAACAGCAG AGGAGGAGGA ACCCCCAGGA AGGCGTATAC AATGCACTGC 14 50 

126 AGAAAGACAA GATGCCAGAA GCCTACAGTG AGATCGGCAC AAAAGGCGAG 1500 

128 AGGCGGAGAG GCAAGGGGCA CGATGGCCTT TACCAGGACA GCCACTTCCA 1550 

130 AGCAGTGCAG TTCGGGAACA GAAGAGAGAG AGAAGGTTCA GAACTCACAA 1600 

132 GGACCCTTGG GTTAAGAGCC CGCCCCAAAG GTGAAAGCAC CCAGCAGAGT 1650 

134 AGCCAATCCT GTGCCAGCGT CTTCAGCATC CCCACTCTGT GGAGTCCATG ' 1700 

136 GCCACCCAGT AGCAGCTCCC AGCTCTAA 1728 
139 (2) INFORMATION FOR SEQ ID NO: 2: 

141 (i) SEQUENCE CHARACTERISTICS: 

142 (A) LENGTH: 1389 base pairs 

143 (B) TYPE: nucleic acid 

144 (C) STRANDEDNESS: double 

145 (D) TOPOLOGY: linear 

14 7 (ii) MOLECULE TYPE: DNA (genomic) 

149 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

152 ATGAACCGGG GAGTCCCTTT TAGGCACTTG CTTCTGGTGC TGCAACTGGC 50 

154 GCTCCTCCCA GCAGCCACTC AGGGAAACAA AGTGGTGCTG GGCAAAAAAG 100 

156 GGGATACAGT GGAACTGACC TGTACAGCTT CCCAGAAGAA GAGCATACAA 150 



file://C:\CRF4\Outhold\VsrI243008.htm 



11/26/03 



Page 3 of 7 



RAW SEQUENCE LISTING DATE : 11/26/2003 

PATENT APPLICATION: US/09/243,008 TIME: 15:04:13 



Input Set : N:\Crf3\RULE60\09243008.RAW.txt 
Output Set: N:\CRF4\11262003\l243008.raw 



1 SR 


1 1 Vy^rtV— 1 oun 


nnanpTPPfla 


PPAPATAAAP 


ATTPTPPPAA 

r\ X J. \_» X O OO/tji 


ATPAPPPPTP 

X ^-rtOOOO X 


200 


1 £0 


\^ X X o X l rtJ-i^ 1 


A A A CCITCC AT 


PPA APPTPAA 


TPATPPPPPT 

1 Ort 1 ^OWO^ 1 


PAPTPAAPAA 


250 


*1 £9 
1 OZ 


oAAo^^ 1 1 lu 


f^f4APr A APP A 


AAPTTPPPPP 


TPATPATPAA 


PAATPTTAAP 


300 


1 C^A 
1 0 4 


ATAPAAPAPT 


P AC AT APTTA 


P ATPTPTPAA 
k^rt X ^ 1 o X orin 


PTPPAPPAPP 


APAAPPAPPA 


350 


lob 


bb 1 bbAA I lb 


PTQPTPTTPP 
b 1 Ab loll bo 


PZiTTP APTPP 
on 1 1 brtL 1 o^ 


P A APTPTP AP 


APPP APPTPP 




loo 


1 1 bAbbbbbA 


P Zi P PPT p z\ PP 
bnbLL 1 bAbb 


PTPQPPTTPP 
b 1 bnbL I 1 OO 


AbHbLtLLLL 


TPPT APT APP 
1 oo I rib 1 rtbL 


A SO 

*i J u 


1 / U 


PPPTPAPTPP 
LL-L 1 oAo 1 ul 


A ATPT QPP AP 
AA iul Huunu 


TPPA APPPPT 
1 ^oAAoooo 1 


AAAAAPATAP 
riZ-i/AAAo A X Ak^ 


APPPPPPPA A 


SOO 

+JKJ \J 


1 7 o 
1 / Z 


bAbbb 1L1 bb 


PTPTPTPZiPP 
blulLl k^Ab^ 


TPP APPTPP A 
1 ooAoL, 1 L^A 


PP AT APTPPP 
ooA 1 Ao i oo^ 


APPTPP AP AT 

nb 1 ^ X Uun^n X 


JJU 


1 "7 /I 
1 / H 


bbAb lblLl 1 


PPZiPZ\Z\PPZ\P 
bbAoAAbbAb 


a Z\P A APPTPP 
AAoAAoo 1 oo 


APTTPAZiAAT 
Ao 1 1 U AAAA 1 


AP AP ATPPTP 
rtbnLn 1 V_»o X o 


fion 

UUU 


I/O 


b 1 bb 1 Abb 1 1 


TPPBPfl 7\ppp 

1 bbAbAAbbb 


b 1 bb AbbA I A 


PTPT7i r PZ\ZiPZi 
b 1 b 1 A 1 AAb A 


ZlZiPZiPPPPPZi 
AAbAooobbA 


DO U 


1 /o 


• AbAbb 1 bbAb 


TTPTPPTTPP 
1 1 b 1 bb i 1 bb 


PRPTPPPPTT 
bAb 1 bbbb 1 1 


r PQPZ\P r PTPZ\Zi 
1 AbAb 1 1 bAA 


ZiZiPPTPZiPPP 


700 


loU 


bbAb 1 bbbbA 


bbl bl bbl bb 


PZiPPPPPZiPZi 
bAbbbbbAbA 


bbbb 1 1 bb 1 b 


PTPP H ZXPTPT 
U 1 bbnnb 1L1 


7 R 0 
/ JU 


TOO 

loz 


J. bbAl bAbb 1 


i 1 bAbb 1 bAA 


P7\7\P7\7\PPflZ!i 

bAAbAAbbAA 


PTPTPTPTZiB 
b 1 b 1 b 1 b 1 AA 


ZiQPPPPTTZiP 
AAbbool Inb 


R00 
O U U 


1 O A 
lb 4 


bbAbbAbbb 1 


AAbb 1 bbAbA 


TPPPPTiTiPZiZl 
1 bbbbAAbAA 


prTpppppTP 
bb 1 bbbbb 1 b 


PZiPPTPZiPPP 
bAbb 1 LHLLL 


OCA 

o jU 


IOC 

lob 


TGCCCCAGGC 


CTTGCCTCAG 


TATGCTGGCT 


b 1 bbAAAbb x 


bAbbb 1 bbbL 


QO 0 


1 O Q 

loo 


CTTGAAGCGA 


AAACAGGAAA 


GTTGCATCAG 


PZXZiPTPZiZiPP 
oAAb 1 bnHbb 


TPPTPPTP AT 
1 oo I oo 1 oA 1 


QRO 


ion 
1 y U 


GAGAGCCACT 


CAGCTCCAGA 


AAAATTTGAC 


PTPTPSPPTP 
b 1 b 1 bAbb 1 b 


TPPPP ZiPPP A 
I bbboAbbbA 


1 000 
1 uu u 


1 92 


CCTCCCCTAA 


GCTGATGCTG 


AGCTTGAAAC 


TPP7\P7\ 7\ f" 1 7\ A 

1 bbAbAAbAA 


r^c^ t\c r^i\ i\ 7\p 
bbAbbbAAAb 


1 Pi n 
1UDU 


1 y4 


GTCTCGAAGC 


GGGAGAAGCC 


GGTGTGGGTG 


ptpa appptp 
b 1 bAAbbb 1 b 


AbbbbbbbAl 


n i on 


i y b 


GTGGCAGTGT 


CTGCTGAGTG 


ACTCGGGACA 


bb 1 bb 1 bb 1 b 


PZ\DTPPBI\PZ\ 
bAA I bbAAbA 


11 jU 


i y o 


TCAAGGTTCT 


GCCCACATGG 


TCCACCCCGG 


TPP APPPPP A 
1 bbntbbbbn 


TPPPP APP TP 


1 900 


o n n 
ZUU 


TGCTATATCC 


TGGATGCCAT 


CCTGTTTTTG 


TATGGTATTG 


TPPTTAPPPT 
Ibbl lAobbl 


1 9 SO 

x. Z 0 U 


o n o 
ZUz 


GCTCTACTGT 


CGACTCAAGA 


TCCAGGTCCG 


AAAGGCAGAC 


A 1 Abb bAbbb 


IjUU 


ZU4 


GTGAGAAATC 


AGATGCTGTC 


TACACGGGCC 


TGAACACCCG 


PZiZiPPGPPZiP 
b AAbb Abb Ab 


1 *3S0 
IjOU 


one 
zl) b 


' AC AT AT GAGA 


CTCTGAAACA 


TGAGAAACCA 


CCCCAATAG 




1 o O y 


o n o / o \ 

zuy ( z ) 


INFORMATION FOR SEQ ID NO: 3: 
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(i) SEQUENCE CHARACTERISTICS: 








O 1 o 
Z 1Z 


(A) LENGTH: 1599 base pairs 








oi o 

Z 1 J 


(B) TYPE: nucleic 


acid 








O 1 A 

Z 1 4 


(C) STRANDEDNESS: 


double 








oi c; 
Z 1 D 


(D) TOPOLOGY: linear 








OI T 

zl / 


(ii) MOLECULE TYPE: DNA 


(genomic) 








OI Q 

z i y 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
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254 CCAGGACCCT AAGCTCCAGA TGGGCAAGAA GCTCCCGCTC CACCTCACCC 850 

256 TGCCCCAGGC CTTGCCTCAG TATGCTGGCT CTGGAAACCT CACCCTGGCC 900 

258 CTTGAAGCGA AAACAGGAAA GTTGCATCAG GAAGTGAACC TGGTGGTGAT 950 

260 GAGAGCCACT CAGCTCCAGA AAAATTTGAC CTGTGAGGTG TGGGGACCCA 1000 

262 CCTCCCCTAA GCTGATGCTG AGCTTGAAAC TGGAGAACAA GGAGGCAAAG 1050 

264 GTCTCGAAGC GGGAGAAGCC GGTGTGGGTG CTGAACCCTG AGGCGGGGAT 1100 

266 GTGGCAGTGT CTGCTGAGTG ACTCGGGACA GGTCCTGCTG GAATCCAACA 1150 

268 TCAAGGTTCT GCCCACATGG TCCACCCCGG TGCACGCGGA TCCCAAACTC 1200 

27 0 TGCTACCTGC TGGATGGAAT CCTCTTCATC TATGGTGTCA TTCTCACTGC 1250 

272 CTTGTTCCTG AGAGTGAAGT TCAGCAGGAG CGCAGAGCCC CCCGCGTACC 1300 

27 4 AGCAGGGCCA GAACCAGCTC TATAACGAGC TCAATCTAGG ACGAAGAGAG 1350 

27 6 GAGTACGATG TTTTGGACAA GAGACGTGGC CGGGACCCTG AGATGGGGGG 14 00 

27 8 AAAGCCGAGA AGGAAGAACC CTCAGGAAGG CCTGTACAAT GAACTGCAGA 14 50 

280 AAGATAAGAT GGCGGAGGCC TACAGTGAGA TTGGGATGAA AGGCGAGCGC 1500 

282 CGGAGGGGCA AGGGGCACGA TGGCCTTTAC CAGGGTCTCA GTACAGCCAC 1550 

284 CAAGGACACC TACGACGCCC TTCACATGCA GGCCCTGCCC CCTCGCTAA 1599 



287 (2) INFORMATION FOR SEQ ID NO: 4: 
28 9 <i) SEQUENCE CHARACTERISTICS:- 

290 (A) LENGTH; 575 amino acids 

291 (B) TYPE: amino acid 

292 (D) TOPOLOGY: linear 
294 (ii) MOLECULE TYPE: protein 

296 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

298 Met Asn Arg Gly Val Pro Phe Arg His Leu Leu Leu Val Leu Gin Leu 

299 1 ' 5 10 15 

300 Ala Leu Leu Pro Ala Ala Thr Gin Gly Asn Lys Val Val Leu Gly Lys 

301 20 25 30 

302 Lys Gly Asp Thr Val Glu Leu Thr Cys Thr Ala Ser Gin Lys Lys Ser 

303 35 40 45 

304 lie Gin Phe His Trp Lys Asn Ser Asn Gin lie Lys lie Leu Gly Asn 

305 50 55 60 

306 Gin Gly Ser Phe Leu Thr Lys Gly Pro Ser Lys Leu Asn Asp Arg Ala 

307 65 70 75 ' 80 

308 Asp Ser Arg Arg Ser Leu Trp Asp Gin Gly Asn Phe Pro Leu lie lie 

309 85 90 95 

310 Lys Asn Leu Lys lie Glu Asp Ser Asp Thr Tyr lie Cys Glu Val Glu 

311 100 105 110 

312 Asp Gin Lys Glu Glu 'Val Gin Leu Leu Val Phe Gly Leu Thr Ala Asn 

313 115 120 125 

314 Ser Asp Thr His Leu Leu Gin Gly Gin Ser Leu Thr Leu Thr Leu Glu 

315 130 135 140 

316 Ser Pro Pro Gly Ser Ser Pro Ser Val Gin Cys Arg Ser Pro Arg Gly 

317 145 150 155 160 

318 Lys Asn lie. Gin Gly Gly Lys Thr Leu Ser Val Ser Gin Leu Glu Leu 

319 165 170 175 

320 Gin Asp Ser Gly Thr Trp Thr Cys Thr Val Leu Gin Asn Gin Lys Lys 

321 180 185 190 

322 Val Glu Phe Lys He Asp He Val Val Leu Ala Phe Gin Lys Ala Ser 

323 195 200 205 
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324 Ser He Val Tyr Lys Lys Glu Gly Glu Gin Val Glu Phe Ser Phe Pro 

325 210 215 220 

326 Leu Ala Phe Thr Val Glu Lys Leu Thr Gly Ser Gly Glu Leu Trp Trp 

327 225 230 235 240 

328 Gin Ala Glu Arg Ala Ser Ser Ser Lys Ser Trp He Thr Phe Asp Leu 

329 245 250 255 
•330 Lys Asn Lys Glu Val Ser Val Lys Arg Val Thr Gin Asp Pro Lys Leu 

331 260 265 270 

332 Gin Met Gly Lys Lys Leu Pro Leu His Leu Thr Leu Pro Gin Ala Leu 

333 275 280 285 

334 Pro Gin Tyr Ala Gly Ser Gly Asn Leu Thr Leu Ala Leu Glu Ala Lys 

335 290 295 300 

336 Thr Gly Lys Leu His Gin Glu Val Asn Leu Val Val Met Arg Ala Thr 

337 305 310 315 320 

338 Gin Leu Gin Lys Asn Leu Thr Cys Glu Val Trp Gly Pro Thr Ser Pro 

339 ' 325 330 335 

340 Lys Leu Met Leu Ser Leu Lys Leu Glu Asn Lys Glu Ala Lys Val Ser 

341 340 345 350 

342 Lys Arg Glu Lys Pro Val Trp Val Leu Asn Pro Glu Ala Gly Met Trp 

343 355 360 365 

344 Gin Cys Leu Leu Ser Asp Ser Gly Gin Val Leu Leu Glu Ser Asn He 

345 370 375 380 

34 6 Lys Val Leu Pro Thr Trp Ser Thr Pro Val His Ala Asp Pro Lys Leu 

347 385 390 395 400 

348 Cys Tyr Leu Leu Asp Gly He Leu Phe He Tyr Gly Val He He Thr 

349 405 . 410 415 

350 Ala Leu Tyr Leu Arg Ala Lys Phe Ser Arg Ser Ala Glu Thr Ala Ala 

351 420 425 430 

352 Asn Leu Gin Asp Pro Asn Gin Leu Tyr Asn Glu Leu Asn Leu Gly Arg 

353 435 440 445 

354 Arg Glu Glu Tyr Asp Val Leu Glu Lys Lys Arg Ala Arg Asp Pro Glu 

355 450 455 460 

356 Met Gly Gly Lys Gin Gin Arg Arg Arg Asn Pro Gin Glu Gly Val Tyr 

357 465 470 475 480 

358 Asn Ala Leu Gin Lys Asp Lys Met Pro Glu Ala Tyr Ser Glu He Gly 

359 485 490 495 

360 Thr Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr. Gin 

361 500 505 510 

362 Asp Ser His Phe Gin Ala Val Gin Phe Gly Asn Arg Arg Glu Arg Glu 

363 515 520 525 

364 Gly Ser Glu Leu Thr Arg Thr Leu Gly Leu Arg Ala Arg Pro Lys Gly 

365 530 535 540 

366 Glu Ser Thr Gin Gin Ser Ser Gin Ser Cys Ala Ser Val Phe Ser He 

367 545 550 555 560 

368 Pro Thr Leu Trp Ser Pro Trp Pro Pro Ser Ser Ser Ser Gin Leu 

369 565 570 575 
372 (2) INFORMATION FOR SEQ ID NO: 5: 

374 (i) SEQUENCE CHARACTERISTICS: 

375 (A) LENGTH: 4 62 amino acids 



file://C:\CRF4\Outhold\VsrI243008.htm 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 11/26/2003 

PATENT APPLICATION: US/09/243,008 TIME: 15:04:14 ■ 

Input Set : N:\Crf3\RULE60\09243008.RAW.txt 
Output Set: N:\CRF4\11262003\I243008.raw 



L:27 M:220 C: Keyword misspelled or invalid format, [ (A) . APPLICATION NUMBER : ] 
L:28 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE:] 
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